Maximize Information from Your Mixture Samples Using a Combined Autosomal STR and Y-STR
Multiplex System
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Abstract #B7
: : e s : 3 Y-STR’s = Better Determination of Male Contributors
PowerPlex® Fusion 6C System High Sensitivity = More Information at Low DNA Input :
(1 Male : 1 Male : 20 Female Mixture; 1ng Total; 29 cycles)
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